Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.012 Å; R factor = 0.064; wR factor = 0.221; data-to-parameter ratio = 9.1.
In the crystal structure of the title amino alcohol derivitive, C 12 H 19 NO 2 , molecules are linked by N-HÁ Á ÁO hydrogen bonds. The molecular structure exhibits an intramolecular O-HÁ Á ÁN hydrogen bond. 
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Experimental
Crystal data C 12 H 19 NO 2 M r = 209.28 Tetragonal, P42 1 c a = 15.1162 (17) Å c = 10.9448 (14) Å V = 2500.9 (5) Å 3 Z = 8 Mo K radiation = 0.08 mm À1 T = 298 K 0.45 Â 0.38 Â 0.37 mm
Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.967, T max = 0.973 9624 measured reflections 1252 independent reflections 676 reflections with I > 2(I) R int = 0.125 Refinement R[F 2 > 2(F 2 )] = 0.064 wR(F 2 ) = 0.221 S = 1.16 1252 reflections 138 parameters 16 restraints H-atom parameters constrained Á max = 0.24 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008) and DIAMOND (Brandenburg, 1998); software used to prepare material for publication: SHELXTL.
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Comment
Amino alcohols are important structural elements for asymmetric catalysis (Li et al., 2004) as well as in biologically active compounds (Ellison et al., 2005) . In order to develop new applications for amino alcohols and their derivatives, structural modifications of these compounds have been extensively investigated. As a contribution in this filed, we report here the crystal structure of the title compound.
The molecular structure of the title compound is shown in Fig.1 .
The title compound crystallizes as the non-centrosymmetric space group P -421c in spite of having no asymmetric C atoms.
The crystal packing (Fig. 2 ) is stabilized by intermolecular N-H···O hydrogen bonds (see, Table 1 ; second entry). The crystal packing (Fig. 2) is further stabilized by intramolecular O-H···N hydrogen bonds (see, Table 1 ; first entry).
Experimental
To a solution of 2-(phenoxymethyl)oxirane (15.0 g, 0.1 mol) in acetone (200 ml), propan-2-amine (86.7 ml, 1.0 mol) was added. The mixture was stirred at room temperature for 6 h, followed by concentrated under reduced pressure and purification by crystallization from ethyl acetate, giving title compound as colourless single crystals suitabl for X-1ray analysis.
Refinement
All the Friedel pairs were merged. All H atoms were placed geometrically and treated as riding on their parent atoms, with C-H = 0.93-0.96 Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms. Fig. 1 . The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are presented as small spheres of arbitrary radius. 
Figures
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) C4-C5-H5B 109.5 C2-O2-H2 109.5 H5A-C5-H5B 109.5 C3-N1-C4 115.1 (6) C4-C5-H5C 109.5 C3-N1-H1 107.1 H5A-C5-H5C 109.5 C4-N1-H1 107.9 H5B-C5-H5C 109.5 O1-C1-C2 107.1 (6) C4-C6-H6A 109.5 O1-C1-H1C 110.3 C4-C6-H6B 109.5 C2-C1-H1C 110.3 H6A-C6-H6B 109.5 O1-C1-H1D 110.3 C4-C6-H6C 109.5 C2-C1-H1D 110.3 H6A-C6-H6C 109.5 H1C-C1-H1D 108.6 H6B-C6-H6C 109.5 O2-C2-C1 109.9 (6) O1-C7-C8 124.3 (6) O2-C2-C3 107.7 (6) O1-C7-C12 114.6 (6) C1-C2-C3 111.9 (6) C8-C7-C12 121.1 (7) O2-C2-H2A 109.1 C7-C8-C9 117.8 (7) Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A O2-H2···N1 0.82 2.31 2.760 (7) 115.
N1-H1···O2 i 0.90 1.84 2.742 (7) 179.
Symmetry codes: (i) −y+1, x, −z+1.
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